Although five of these MAb were able to block gpl20 binding none of the CDR sequences shows a relevant homology to the gpl20 sequence. This indicates a steric hinderence mechanism for blocking gpl20 binding and not a direct interaction with the receptor binding site on CD4. The data also confirm the failure of these MAb as a potential target for receptor mimicry.
shows that the residues involved in M-T310 and M-T151 binding are stereoscopically separated, indicating the residues outside of the CDR2-like region of the CD4 molecule are also involved in the gpl20/CD4 interaction. The CAGGTTCACCTGCAGCAGTCTGGACCTGAGCTGGTGAAGCCTGGGCCTTCAGTGAAGATGTCCTGCA-G-TTC- 
